FF:11224-116B9

Name: CD14+ Monocytes, donorl
Species: Human (Homo sapiens)
Library ID: CNhs10852
Sample type: primary cells
Genomic View: zenbu @ , UCSC#

Additional information [Collapse]
Sample information RNA information
strain NA lot number Mon725
tissue blood catalog number |3H100-30-10
dev stage 47 years old adult sample type | total RNA
sex male extraction protocol| OP-RNA-extraction-totalRNA-
e 75 (Details) TRIzol-isopropanol-v1.0
cell type monocyte
cell line NA
company 3HBiomedical
collaboration | ANTOMS OSC CORE (contact:
Al Forrest)
3HBIOMED &
Accession numbers [Collapse]
Method| [Sample acces:
CAGE ||DRS008019&
Library accession numbers. [Collapse]

| Library id | |Method| [Exp. accession id||Run accession id| [BAM accession id |CTSS accession id|
|cNhs10852|[caE ||Drx00s126%  ||DRRO0S298 @ ||DRZO00423 ||orz001808 |

Relative expression to median (log10)

Transcription factors with enriched expression in this sample & ‘ ey ‘g“;‘
Show [10 [+] entries Search:

CAGE peaks Log10(Relative expression over median) . TPM T
P@PLEK 2.90 79388 PLEK
p1@SPIL 261 40552 SPIL
P2@NFKBIZ 229 26703 NFKBIZ
p1@ZEB2 226 225033 zEB2
P1OIRFS 226 17894 IRF8
pS@ZEB2 2.20 15623 zeB2
P1@ZNF385A 217 14736 ZNF385A
p1@THAP2 2.07 15456 THAP2
P1@NFKBIA 2.06 667121  NFKBIA
p1@PRDOM1 2.06 30581 PROMI

Showing 1 to 10 of 1,000 entries

4 Previous Next b

Co-expression clusters with enriched expression in this sample o ‘TW‘?VH?F‘
Show |10 [+] entries Search:

Coexpression cluster score B
C6-CD14-Eosinophils-Basophils-Peripheral-CD34-Natural-immature 112
€213-CD14-Natural-CD8-CD4-Basophils-Eosinophils-Peripheral 0.99
C246-Neutrophils-Eosinophils-Whole-CD14-CD14CD16-Basophils-migratory 0.97
€293-CD14-CD14CD16-Basophils-Peripheral-mmature-Eosinophils-CD34 0.85
€151-CD14-Natural-Basophils-CD8-Eosinophils-CD4-Mast 0.82
€265-CD4-Eosinophils-CD14-Natural-CD19-Basophils-CD8 0.82
€294-CD14-Macrophag D14CD1 Basophil
Peripheral (L2
€192-Neutrophils-CD14-Peripheral-Eosinophils-CD8-Natural-CD4 0.81
C26-Eosinophils-Neutrophils-CD14-CD14CD16-Basophils-Monocytederived-Whole | 0.79
€290-Eosinophils-CD14-Basophils-Mast-CD4-CD8-immature 0.78

Showing 1 to 10 of 306 entries

4 Previous Next B

S |

|
FANTOMS phasel novel unique motifs o I
library id: CNhs10852 [ cony [ esv [[ vor
Show |5 [+] entries Search:
Novel motif Logo p-value *
106 rouCA Te 1.46e-3
a1 T=ACAA 8.08e-3
99 1.T.4 aC 8.15e-3
123 TrOATSCACT A 1.12e-2
137 oAachGaate 1.64e-2

Showing 1 to 5 of 169 entries 4 Previous Next b

de novo motifs identified by HOMER in promoters active in this sample &
library id: CNhs10852 ‘ ool ‘ = ‘ Sot]

Total target sequences = 7529, Total background sequences = 41352

Show (5 [+] entries search:

Targetswith Backgroundswith
Motif i

1 ATGASTCALSS 1e-520 21.89%  5.34%
2 ACTTCCISZIE 1e-424 30.44%  17.77%

Rank Motif P-value Best Match (Score) and Link to Details

HIF1b(HLH)/0785-HIF 1b-ChIP-
Seq(GSE34871)/Homer (0.99)

PB0058.1_Sfpi1_1 (0.95)

3 AATCACGS®  1e327 26.22%  10.38% CREB1.p2.SwissRegulon.nucfreq (0.88)
4 ATTACGCA 1e-220 4222%  25.39% CEBPE_f1_HMO9 (0.82)
5 GRATTTCC  1e215 21.60%  9.48% MA0101.1_REL (0.96)

Showing 1 to 5 of 44 entries 4 Previous Next B

Co-expression clusters with enriched expression in this sample o Copy. ‘ csv ‘ POF

Show [10 [+] entries Search:
Coexpression cluster score v

C6-CD14-Eosinophils-Basophils-Peripheral-CD34-Natural-immature 1.12
€213-CD14-Natural-CD8-CD4-Basophils-Eosinophils-Peripheral 0.99
C246-Neutrophils-Eosinophils-Whole-CD14-CD14CD16-Basophils-migratory 0.97
€293-CD14-CD14CD16-8: hil heral: ils-CD34 0.85
C151-CD14-Natural-Basophils-CD8-Eosinophils-CD4-Mast 0.82
C265-CD4-Eosinophils-CD14-Natural-CD19-Basophils-CD8 0.82
€294-CD14-Macropl D14CD1 B. phil:

Peripheral %2
C192-Neutrophils-CD14-Peripheral-Eosinophils-CD8-Natural-CD4 0.81
Cc2 D14-CD14CD16-B: hil hols 0.79
C290-Eosinophils-CD14-Basophils-Mast-CD4-CD8-immature 0.78

Showing 1 to 10 of 306 entries 4 Previous Next b

Repeat families with enriched expression in this sample & Copy ‘ csv ‘ PDF

Show [5 [+] entries Search:
Repeat family Log10(Relative expression over median) v
RTE,CR1 1.64
MIR,ERVL-MaLR 114
Merlin 0.97
L1,ERVL-MalR 088
SINE? 0.88

Showing 1 to 5 of 132 entries 4 Previous Next B




