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Dd_r49  GTTTACCTTACAGCAAA-TCTTACAGTTCCTTCATTCTAAGAAAACCTTCCGTCAACTGTCTTTTTTTTAATTG-TTTGTTATGGAT
Dd_r21  GTTGACCTTACAGCAAACCCTAC-------AGT---CATTTCAT--------------------AAGAAAAAC----TACCGTCAAC
Dd_r23A GTTGACCTTACAGCAAATCTAAC-------ATTTCCTTACATTC--------------------AAAGA-AAC----CTTCGTCAAC
Dd_r25  GTTGACCTTACAGCAAATCTTAC-------AGTTCCTTCATTCT--------------------AAGAAAACC-----TCCGTCAAC
Dd_r28  GTTGACCTTACAGCAATCTAATC-------ACAAATTTTTACTTCAC-----------------AAAAAAAAAACCCCTTCGTCAAC
Dd_r41  GTTGACCTTACAGCAAATCTTAA-------AGCTACTTCATTCT--------------------AAGAAAAAC----TCCTGTCAAC
Dd_r47  GCTGACCTTACAGCAATTCTATC-------ACT--CTACATTCC--------------------AAAGAAATC----CTTCGTCAGC
Dd_r59  GTTGACCTTACAGCAATCTCAAC-------AATTTTATCACATT--------------------ATAAAAAAA-----AACCTCAGT
Dd_r62  GTTGACCTTACAGCAAATCT-TG-------CAGAA--AACCTTA-------------------------------------GTCAAC
Dd_r35  GCTCGCCTTACAGCAATTACTCT-------G-ATTTTTCTCCAA--------------------AAAAAAAAC----CTTCGCGAGT
Dd_r36  GCTGCGCTTACAGCAATTACTCT-------GAATTTTTCTCCAA--------------------AAAAAAACC----CTTCGCGAGT

Dp_1    GAATTCCTTACAGCAATGA--CT-------CATCTGAAACCCTT-------------------------------------GGATTC
Dp_10   GAATTCCTTACAGCAAT--ATAA-------C--ATTCAAAATTTAAC-----------------TCTGAAAT------CTTGAATTC
Dp_11   GAATTCCTTACAGCAATTAAACT-------C--ATTCAAAATTTAAC-----------------TCTGAAAT------CTCGAATTC
Dp_19   GAATTCCTTACAGCAATAAACTT-------GACTCTGAAATCTT-------------------------------------AAATTC
Dp_2    GAATTCCTTACAGCAATTA-CAT-------TATTGAAGAAACCT-------------------------------------GAATTC
Dp_20   GAATTCCTTACAGCAATATAACT-------C--ATTCAAAATTTAAC-----------------TCTGAAAT------CTCGAATTC
Dp_22   GAATTCCTTACAGCATTTTATCT-------CTCTTTGAATTCGGTTA-----------------GTATCGAAAG-ATATTGGGGTTC
Dp_4    GAATTCCTTACAGCAATTG--AC-------ATTTTCCCTCCC----------------------ATAGAAAAA----ATCCGAATTC
Dp_13   GAATTCCTTACAGCAATGAAATGATG----ATCTGGAGAGACCCACTCATTAGAGAACCATGGGTCTTTCCGGGAAAAATTGGATTC
Dp_3    GAATTCCTTACAGCAATCAAAAGTTT----ATCTTGAGAGGCCCACT---------------GGTCTTTCTGGGAAAAATTGGATTC
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