For each query triple t(s, p,0) €T
D Exon-Expression

D Methylation
gjo\ilfitslguory C-2 V Category Cc3v ory (CNV, SNP, E-Gene,
Colour = pink Colour = green miRNA,

E-Protein, Clinical)

IF tumour lookup is successful
forward to corresponding

leaf

Else

broadcast to every one

Tumours 1f16 17433 1 6711 12:16 17:22 23:27 28:33 8 9412 13£16 17420 21%24 25327 2830 3133
SPARQL )
endpoints Pl || p2 | p3 | p4 |  pS||p6 |8l |[82||83|[e4||85||e6||87||e8]]|8®
M = {beta_value, position} F = {Expression-Exon}  E = {RPKM} A = {chromosome, result, bcr_patient_barcode} G = {start, stop}

C-1={{pe{DUAUG}V {p=rdf:itype A o € C}} A {{S-Join(p, D U C) V P-Join(p, D U C) } V {!S-Join(p, MUBUE UF) A
IP-Join(p, MUBUEUF) }}}

C-2={{pe{EUA UG}V {p=rdfitype A o € F}} A {{S-Join(p, E U F) V P-Join(p, E U F)} V {IS-Join(p, MUB UD U C) A
IP-Join(p, MUBUDUC) }}}

C-3={{pe{MU A}V {p = rdf:itype A 0 € B}} A {{S-Join(p, M U B) V P-Join(p, M U B) } V {IS-Join(p, EUFUDUC) A
IP-Join(p, EUFUDUC) }}}




