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atan{1}aca
tatn{0}aca
atan{6}cag
ctgn{1}ata
gtan{7}aca
ctgn{7}ata
actn{1}tat
tatn{6}aca
actn{0}gta
ctgn{9}aca
ctgn{10}cag
actn{10}aca
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atan{0}cag
ctgn{8}tac
tgtn{8}aca
actn{11}cag
aacn{7}gaa
aacn{8}aac
acan{6}gaa
acan{7}aac
aaan{0}tta
gaan{3}ata
ggan{4}ata
aacn{2}ata
acan{1}ata
gaan{9}aac
gaan{8}gaa
acan{5}aga
aacn{6}aga
gaan{10}aca
aacn{9}aca
acan{8}aca
ggan{0}aca
actn{9}tac
actn{2}ata
atan{5}aca
atan{2}cag
ctgn{3}ata
atan{0}tac
atan{7}agg
cctn{8}ata
cccn{10}tac
tatn{2}aca
gtan{3}aca
gtan{2}tac
ctgn{5}ata
atan{4}cag
ctgn{3}gta
gtan{1}ata
tatn{0}ata
cctn{10}aca
ctgn{4}tac
cctn{11}cag
cgan{0}aca
tcgn{1}aca
gttn{0}cga
gaan{0}cac
acan{1}atg
atgn{0}ttc
acan{6}cga
aacn{7}cga
ttcn{0}gaa
gaan{8}cga
catn{5}cga
atgn{1}tcg
aacn{1}tgt
acan{4}cga
gttn{1}gaa
aacn{3}tgt
acan{4}ttc
aacn{5}ttc
aacn{4}gtt
tacn{0}taa
ctan{0}cta
ctan{1}taa
cgan{1}caa
caan{3}ttc
acan{1}aca
acgn{0}aac
caan{8}tcg
aacn{7}cgt
aaan{6}ttc
acan{1}ttg
agan{0}aca
aacn{2}ttg
acan{0}aac
gaan{0}caa
catn{3}ttc
aaan{5}gtt
catn{4}tcg
caan{0}aca
aacn{6}tct
aacn{6}ttg
caan{7}ttc
acan{2}tgt
aacn{6}tcg
aacn{2}atg
acan{5}tcg
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