
A. Procedure for T3DB construction

T3SS gene annotation
Strain-based; 1157 entries

Genome form/coordinate; operon/cluster; gene/protein ID and 
sequences; structure; effector-chaperone pairs;
function category; detailed function; references

T3 otholog annotation
36 different T3SSs

Nearly all apparatus orthologs
Partial chaperone/effector/regulator orthologs 

Literature search

Bacteria collection
All with T3SSs

Bacteria list preparation
26 genera, 35 

representative strains 

Literature search
Genus-based

T3SS within-genus 

Genus-based
1025 within-genus clusters
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Literature search
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B. T3SS gene categorization
Category I. Apparaus

Outer membrane ring
eg. InvG/YscC

Inner membrane ring
eg. PrgK/YscJ

Cytoplasmic ring
eg. SpaO/YscQ

Export apparatus
eg. SpaP/YscR

Needle assembly
eg. InvI/YscO

Needle major subunit
eg.PrgI/YscF

Translocon
eg. SipB/YopB

ATPase
eg. InvC/YscN

Category II. Chaperone

Category III. Effector

Category IV. Transcription regulator

Effector export
eg. InvE/YopN

Needle minor subunit
eg. PrgJ/YscI

Outer membrane ring
eg. InvG/G/G Y/Y/ sYsY cC

Export apparatus
eg. SpSpS aP/P/P Y/Y/ sYsY cR

Needle minor subunit
eg. PrPrP grgr J/J/J Y/Y/ sYsY cI

Efffff ector export
eg. InvEvEv /E/E Y/Y/ oYoY pN

Inner membrane ring
eg. PrPrP grgr K/K/K Y/Y/ sYsY cJ

Needle assembly
eg. InvIvIv /I/I Y/Y/ sYsY cO

Translocon
eg. Sipipi B/B/B Y/Y/ oYoY pB

Cytoplasmic ring
eg. SpSpS aO/O/O Y/Y/ sYsY cQ

Needle majaja or subunit
eg.PrPrP grgr I/I/I Y/Y/ sYsY cF

ATPase
eg. InvC/C/C Y/Y/ sYsY cN

cluster collection

Literature search
Genus-based

T3SS within-genus 

Genus-based
1025 within-genus clusters

2.

cluster collection

T3 otholog annotation
36 difffff erent T3SSs

Nearly all apparatus orthologs
Partial chaperone/efffff ector/r/r regulator orthologs
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