A. Procedure for T3DB construction B. T3SS gene categorization

1. Literature search 2. Literature search Category |. Apparaus
Genus-based
Bacteria collection l Outer membrane ring Inner membrane ring Cytoplasmic ring
All with T3SSs ‘ eg. InvG/YscC eg. PrgK/YscJ eg. SpaO/YscQ
v T3SS within-genus
Bacteria list preparation cluster collection Export apparatus Needle assembly Needle major subunit
26 genera, 35 Genus-based eg. SpaP/YscR eg. Invl/YscO eg.Prgl/YscF
representative strains 1025 Within-genus clusters
l Needle minor subunit Translocon ATPase
eg. PrgJ/Yscl eg. SipB/YopB eg. InvC/YscN
5. T3SS gene annotation
Strain-based; 1157 entries Effector export
Genome form/coordinate; operon/cluster; gene/protein ID and eg. InvE/YopN
sequences; structure; effector-chaperone pairs;
function category; detailed function; references
wnett _ i wnet Category Il. Chaperone
4,

T3 otholog annotation Category lll. Effector
36 different T3SSs
Nearly all apparatus orthologs

Category IV. Transcription regulator
Partial chaperone/effector/regulator orthologs gory Ipu gu





