
(a) Frequencies of the residues in the DWE bicliques for the three types of protein interactions.

(b) Ratios of residue frequencies in the DWE bicliques for the three types of protein interactions over the background
residue frequencies.

Figure 3: Residue composition in DWE bicliques are different in the three types of protein interactions:
obligate, non-obligate interactions and crystal packing. Here, the residues are ordered according to their
hydrophobicity with Ile as the most hydrophobic and Arg as the least hydrophobic. The background residue
frequencies are the percentage of the amino acids for the complete database from the release 55.0 of Swiss-
Prot.
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