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From Figure 1c: Genome-wide screen sorting gates From Figure 1j: Sub-screen sorting gates
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From Extended Data Figure 6j:
Western blot of Slc2a4 (GLUT4)
knockout in gqNSCs

From Extended Data Figure 6f:
Glucose uptake assessment by FACS
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Supplementary Fig. 1. FACS gates and uncropped western blots
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