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We used existing life history data on primates and humans, stored in existing databases, to conduct analyses of mortality patterns.
No new data were collected for this study. We ran parametric survival analyses based on the method proposed by Colchero et al
(2016) and Barthold et al (2016) on 30 populations of non-human primates using the Siler mortality model. We also obtained life
table information for 9 human populations. We then used the resulting age-specific survival to estimate life expectancy and lifespan
equality as in Colchero et al (2016). We found that the linear relationship between these to variables we found among humans in
Colchero et al (2016) was reproduced in other genera of non-human primates. To explain these regularities, we then carried out
mathematical derivations and proofs for the sensitivities of life expectancy and lifespan equality to changes in mortality parameters,
using the Siler parametric model as reference. We showed that changes in life expectancy and lifespan equality along the genus lines
were mostly determined by changes in the mortality parameters that govern immature mortality and age-independent mortality, but
that the parameters that determine adult, and particularly, senescence mortality (i.e. ageing rates), changed orders of magnitude
less.

We obtained 30 datasets for six genera of non-human primates: sifaka (Propithecus spp), gracile capuchin monkey (Cebus spp),
guenon (Cercopithecus spp), baboon (Papio spp), gorilla (Gorilla spp), and chimpanzee (Pan troglodytes) (Supplementary Data 1). Of
these, 17 datasets correspond to long-term projects in the wild, while 13 were contributed by the non-profit Species360 from the
Zoological Information Management System (ZIMS)18, which is the most extensive database of life history information for animals
under human care.

We used all available life history data from all populations. We did not carry out analyses to determine sample sizes. The sample sizes
of the primate populations ranged from 146 to 4620 individuals. We accepted the smaller sample size based on the assessment by
Colchero and Clark (2012) on a similar method.

The data were recorded separately for each study over multiple decades, using individual registration and recording all observed
births, deaths, and disappearances.

Each study had a separate start and stop date. We used all available data between the earliest and latest known individual record for
each study. The temporal and spatial scales varied between studies, but the shortest study was of 12 years (Sifaka Mitea), and the
longest study was of 54 years (Gombe chimpanzee). The average study duration was 34 years. The spatial span of each study varied
as a function of the study groups' ranges.

No data were excluded.

No experiments were undertaken. The survival analyses and the numerical approximations to our mathematical derivations are fully
reproducible.

No allocation into experimental groups occurred.

Life history data were collected on known individuals. Blinding was not appropriate for data collection.

Each of the studies had different field conditions. Reporting all of them is prohibitive but details of each study can be found in study-
specific materials cited in the text.

Data were collected in many countries around the world, including Botswana, Brazil, Costa Rica, Côte d’Ivoire, Kenya, Madagascar,
Uganda, Republic of Congo, Rwanda, and Tanzania. The zoo data were similarly collected from zoos all over the world.

No biological samples were collected for this analysis, making import and export unnecessary. Observational data were collected with
the permission of the governments of Botswana, Brazil, Costa Rica, Côte d’Ivoire, Kenya, Madagascar, Uganda, Republic of Congo,
Rwanda, and Tanzania

No disturbance of animals occurred during data collection.




