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T 32 WEANEFTS FEA/MEE et Ao g/ 5 S A9 §714 Cl6orf45(chromosome 16
open reading frame 45), NHS(NHS actin remodeling regulator), GSN(gelsolin), SIPA1L1(signal induced
proliferation associated 1 like 1) ™ PALLD(palladin)®] mRNA &=k 2 w3l AEE <13t Lo},

T4 URAEES FEAH/MRR wjgd F9-o} I/ wjkd 9o vlo]a® RNA MIR542, MIR1977,
MIR663 2 MIR891B] wi”l 38} =59 W3E vehd g =o|t},
T 5= o 2VANESS 3 2AdAY mEAEE A MIR8IIBS F A kel ZFAND5(zine finger ANI-

type containing 5), SSBP2(single stranded DNA binding protein 2) ™ SH3BP4(SH3 domain binding protein
4)o] mRNA 2d - WsE UEhd g zolt.

olgl, HA® =WS Fxste] W FHdz & Bys A dWsrls v o, s Fdds 2
o] Wik dAlz A E= Aom, A 4 A Ve EBe A dE FAEd dEe] & d
o] eAE EZes 29 & dva B = Adgeds 2 AR As AT 5 oz, ofdl o8 & 2
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b, B golEel Uig Aot ¥ A Awel 47 Wee Etiz weldel & ol BAA AN,
ofil ol ofdl THLAE "TFATHL T ), ol Hu wHlEE A Qi @ e THRLE A9
sh Aol ohe the T4 8® © P 4 At AL v

A =HoA], B WS (l6orf45(chromosome 16 open reading frame 45), NHS(NHS actin remodeling
regulator), GSN(gelsolin) @ SIPA1L1(signal induced proliferation associated 1 like 1) A=} o4& o
AAl, PALLD(palladin) -z} W& ZZA, ZFAND5(zinc finger ANl-type containing 5) 2 SSBP2(single
stranded DNA binding protein 2) A2} W3 A A, SH3BP4(SH3 domain binding protein 4) XA &3 =
ZA, Cl6orfds, NHS, GSN 2 SIPAIL1S] WEstAl, PALLDS] &des}A], MIR542, MIR1977 2 MIR6632] wWE 3}
Al Ei= MIR8IIB] EHldstAl S idts WRAXE SVHAX AF A8 A5 #et 3ol

A TN, FAA B dAAE ZS 7H4 RNA(short interfering RNA; siRNA) = mlo] =& RNA(micro
RNA, miRNA) & 4 t}.

A AN, B ool wRAZEE  GE7|AES mRNA  LEAF  WHIy EolFe  HAAE
C160r f45(NM_001142469) , GSN(NM_001127663), NHS(NM_001291867), SIPAIL1(NM_001284245) ,
PALLD(NM_001166108), ZFAND5(NM_001102420.2), SSBP2(NM_001256732.2), SH3BP4(NM_014521.2)c]™, w&3z} A
wol  WEbl EojFe  HxA 9@ wlo]m® RNAE Cl6orf45(NM_001142469),  GSN(NM_001127663),
NHS(NM_001291867), SIPAIL1(NM_001284245), PALLD(NM_001166108)©] L, BN RNAE
MIR542(MI0003686(NC_000023.11), MIR1977(MI0009987), MIR663(MI0003672) = MIRS91B(MI0005534)<]T}.

H o owyol A AlgEE 8o “siRNA(small interfering RNA)” & E3 mRNAC] Hwk(cleavage)S %3519

RNAI(RNA interference) #4& 2T + v &S o|FAE RAE u|dt}. dvbx o2 siRNAE B #4
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. A7) o Cl6orf45, NHS, GSN,
SIPAIL1, PALLD, ZFANDS, SSBP2 W SH3BP4, @ who]=L & RNA MIR542, MIR1977, MIR663 % MIR89IBZ o] Foi%l
Lo REE Aelg sy ojdomA GEV|AE EolF oz pRNA B L wWEs Jr) b £ gade
FAA = wlol A= RNACITE. o]H 7 wAELS FAAF Hi= mlo]AE RNARRE ofye} o] shite] wir|eh A
B DNA HE= mRNAS X3Fstn, o] miAEo] & ol ¥3e 53 mridl Zlo] wigA st

o =wolA], E IS (Cl6orfd5, NHS, GSN, SIPAIL1, PALLD, ZFAND5S, SSBP2 T=+= SH3BP4 Fdzte] whaoF
T wid oA FSHse AAE Xt SdEVIAE JAA ~38PE 7]E #3E Ro|t),

o

A
d FEdolA, mRNA FFAM SAHEE AAE AEHE 1 2 29 Zdlojn] B, MEWHIE 3 B 49 Zloly
&, AEWE 5 9 69 Etolw A MAWE 7 E 89 Ztoln 4, AEWE 9 % 109 Zgold &, AEW
11 2 129] =glolw & AEWs 13 2 149 2ol &, = AERE 156 9 169 =Zgolw &Y 5 3

A FHA A, dlld FFollA] FHsk= AlA= Cléorfds, NHS, GSN, SIPAIL1, PALLD, ZFAND5, SSBP2 H+=

_8_



[0045]

[0046]

[0047]

[0048]

[0049]

[0050]

[0051]

[0053]

[0055]

[0056]

S50l 10-2080384

g =doA B 1o (3) &E7IHFES Cl6orfds, NHS, GSN, SIPAIL1, PALLD, ZFAND5, SSBP2 W=+ SH3BP4 -
Az BE ¢ A4ste oAl (b) A7) dEIIAE FLENANE TR EHS Tt Cléorf4s, NHS,
GSN, SIPAIL1, PALLD, ZFAND5, SSBP2 M= SH3BP4 F3xte] WE 43S ZAH3tE oA, 2 (¢) (a) ©AA
o] Cl6orfd5, NHS, GSN, SIPAIL1, PALLD, ZFAND5, SSBP2 H-:= SH3BP4 FAA @& SFRT) (b) wHAlolA 9
Cl60rf45, NHS, GSN, SIPAIL1, ZFAND5 = SSBP2 -} 918 =m0 yo}x AL}, PALLD H SH3BP4 5=}
Uy o] Fopxl 27 FLEEVIHNE FH BEHZS aHAQ FLSTIAE BAR ddEE dAE X3

A%
she, FUE/IAE T2 B9 23 el e Aotk

o SHedA, e (3) FE7IAE Cl6orfd5, NHS, GSN, SIPAIL1, PALLD, MIR542, MIR1977, MIR663 &=
= MIR891BS uﬂ%ﬁ} FES SA3E WA (b)) A7) dEIIAE FGEIAE TR BES Folda
Cl6orf45, NHS, GSN, SIPAIL1, PALLD, MIR542, MIR1977, MIR663 = MIR891Be] WElsl 43S ZA3s: Wi,
2 (¢) (a) @A Cl6orfd5, NHS, GSN, SIPAIL1, PALLD, MIR542, MIR1977, MIR663 B+ MIR891B w €l 3}
FZET (h) GAIA ] Cléorfd5, NHS, GSN, SIPAIL1, MIR542, MIR1977 = MIR663¢] wElsl 40| Z7}3t
Avt, PALLD XE+= MIR891BO] wl©3} 4=Fo] Zhadh A9, 7] #d=7|Ax T %ﬂ& BAR0 FAE7A
X BEFE ddsts dAE 2dete, d9ETIMAE R BA] 238 Wl #d Aot}

g =wWox, B 2ye (a) ¢ F7MEI EASA &= GAEe Cl6orf45, NHS, GSN, SIPAIL1, PALLD,
ZFAND5, SSBP2 = SH3BP4 47k ©Hd 458 SA3t= @l (b) & FA2HE Egd AESHE Az
Cl60rf45, NHS, GSN, SIPAIL1, PALLD, ZFAND5, SSBP2 = SH3BP4 ##A w& 35 A= 9l (o) (b)

Al A 9] Cl6orf45, NHS, GSN, SIPAIL1, ZFANDS i SSBP2 A=} W& $3o] (a) YA Cl6orfds,
NHS GSN, SIPAIL1, ZFAND5 W+ SSBP2 4=} wd 4 _HJ:} =71, (b) ©Aol 4] PALLD %+ SH3BP4 3
A B ol (a) DAOIAS] PALLD W SH3BPA 3zt @d Rt @s 49, 7] o AR RE] &
g8 AESA AE7F GSVHAMEE XS do g fushs dAE X, GEVIMAE 549 4S o5 4
Aestr] 93k Jre] Alg el ek Aot

>

-

m

A FEHAoA, FEA BHEH FEe JHA FFasL AvkS(reverse transcriptase-polymerase chain
reaction) T AAT S a4 AW (real time-polymerase chain reaction)S =3 &g 4 ).

o FwWolA, B we (a) o EVIMEI EAEA & IAIES Cléorfd5, NHS, GSN, SIPAILL, PALLD,
MIR542, MIR1977, MIR663 i MIR891BS] W€l &S SFAsts WA, (b) o FAZHEH Fgd AETH
Al &¢] Cl6orfds, NHS, GSN, SIPAIL1, PALLD, MIR542, MIR1977, MIR663 W= MIR891Be] wle€l3l =38 =A s}
= A (o) (b) ©AICNA <] Cl6orf45, NHS, GSN, SIPAIL1, PALLD, MIR542, MIR1977, MIR663 TE+= MIRS91B |
g3} £30] (a) @AM Q] Cl6orf45, NHS, GSN, SIPAIL1, MIR542, MIR1977 == MIR663 W €3} $-FH ) %
7, (b) wHAlelA 9] PALLD =& MIRS91BS] w3} S=3=0] (a) ‘474101]/\1«] PALLD =3+ MIR891BS] wW&3} 4
Hoh 8 A9, A7 o Ex2REY Ed AESH AR E= wz% E33 oz FAE= wﬂ-e—
x3etE, dE7AIE 549 S 95 2 Jdetr] A% RO AT Wl 3 Aol

A FddoA, wHEs 47 PCR, WHE3 Eo] PCR(methylation specific PCR), At HE3} 5o
PCR(real time methylation specific PCR), w|&€l3} DNA Eo]% A3 dhlaS o] &3k PCR, H%F PCR, DNA FH,
dlo] ZA| P B vlo|HIlo)E AP R SHE 4 Qi)

Q PRGN, AR ARE 24, AX, 98, 89, 99, v, A%, HA5 £ nsh 2L AR F
.3}

Fote B wgS Huh s AEe. ey s) AAde 2o
ool A EE 21 ot

,d
ol
1o
=
oo
o
-
M
Lot

ol

7+ RN EZF(glioblastoma) U87 A|EF(U87-MG)ZS American Type Culture Collection(ATCC, ™
Tgate], E-E&3 -Hold A (FBS) 10%, U= 100 units/ml 2 ~EfIEule]il 100 mg/ml o
¥ DMEM (Hyclone, Logan, UT, USA) ®JA|E o]&3}of, 37C< 5% CO, FHlolE oA wigataict (/52 v
¢ (2 D). & S7IMEsE S8 il 27100 A I (sphere forming, SP) #l4S f3A= Ax2E E
HA A F (trypsinization) 3t @<L AMXEE Eslar, o]& B27-#718 wl#|] DMEM/F12 (Cellgro, Manassas,



[0057]

[0058]

[0060]
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[0062]

[0063]

[0065]

[0066]
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VA, USA)ollA 83 ¢lo] epidermal growth factor 2 basic fibroblast growth factor (10 ng/mL each: R&D
Systems, Minneapolis, MN, USA)E #H7}sle] A2 {2 Z# o] E(attachment plates) (Corning, Tewksbury,
MAYIA ZH7E 1 % 10°cells/nl REZ T4 F4 WS SRS (FEF/mEz v (£ 1. 74 34
ZA0 2 Wi WEAMEF AETFIAAN F7AHET vFAQl S0X29] mRNA FE& FRlslr] $18te, Z7he] =7
o2 HYE AFEEZHE RNAS 333 F, o= cDNAR IJAA} 3 &, 3179 Ze}o]n|E3} SYBR Green Core
Reagents (SYBR Premix Ex Taq II, Takara, Japan)ZE ©]&3}o] qPCRS 438} th. qPCR A& 95Tl A 3&
A (1 ArelE), WS Sl 95TellA 10 & Sk B old¥ S 918 60TlAM 30% &b FFH, 95TA
102 5 2 65CoA 30x Tk HFE &8 F4 (1 Ato]F)olv}t. dlolE|:= ViiA7 Real-Time PCR system
(Applied Biosystems, Carlsbad, CA, USA)2] 2-A ACT W o= X33},

E 1
A4 (N alk L
S0X2 Forward: 5'-TACCTCTTCCTCCCACTCCA-3' 17
Reverse: 5'-ACTCTCCTCTTTTGCACCCC-3' 18
B-actin Forward: 5'-AGTACTCCGTGTGGATCG GC-3' 19
Reverse: 5'-GCTGATCCACATCTGCTGGA-3' 20
oA, MEAEES TAR/HRA NFT 29 S RN FEo] WH/RA wekd gl ws) AR
F7he] AT (% 2). olF Bol, wRATFE WY/RANG 2ol YTNATEE FPANE A B
& a9t

AAd 2. ARAEF FE7|ATT B FAA AE

2-1. mo]g 2o g o] ¥4 (microarray anylysis)

FEA/AEZ g A vldE AEANEF A (sphere)E 39 Hol 5% F, Affymetrix GeneChip
human 2.0 ST arrays (Macrogen, Seoul, Korea)E& Al&3to] mlolazZe#o] #£A4& Faaitt. QC(quality
control)E 3] RNAY LY9%EE (0D 260/280 H|&= Wr}slal, Agilent 2100 Bioanalyzer (Agilent
Technologies, Santa Clara, CA, USA)Z ®A&}SIt}t. Affymetrix Whole Transcript Expression array #7g-2
AZzA el Z2ES (GeneChip Whole Transcript PLUS reagent Kit; Macrogen)ol we} Zl&=ltl. cDNAS
GeneChip WT Amplification kit (Macrogen)& Ah&ste]l §Hddk H Alx(sense) cDNAE #HA|7]aL, GeneChip
WT Terminal labeling kit (Macrogen)& AF&3le] LHHSA|FE LEI =Y & (terminal deoxynucleotidyl
transferase) @ H|LE FX3ATF. 16A17F EeF 45C9 ZHoA ¢ 55uge] EAXH DNAZ Affymetrix
GeneChip Human 2.0 ST Arrayol &£A43}sldtt. £4d38td oJdol(array) & Al 3}al GeneChip Fluidics Station
450014 FAM3E 5, GCS3000 Scanner (Affymetrix, Santa Clara, CA, USA)E 2703}iv}. Alz1d(Signal) #
Affymetrix GeneChip Command Console X ESo|&E AFEslo] AlAtsldlar, x7] dlo]EH = Affymetrixol Al A&
O AZEY] HeolH-FEF ZREZC wet AsHor FEHJU. (EL FdE& B8 5, HeolHe
Affymetrix Expression Console Software (Affymetrix)ol4] AF8-%]%&= RMA (robust multi-average) WHOZ Q
3 AarstE A, 2§, 512 59 RMA B4 235 FE3)o] DEG(differentially expressed gene)
A& Faslth. diZ&T (control sample) @t AT Alolo] vl 42 =YZHQl t-test & AME-3I] TP
3L, null hypothesist= ZLEAFolol &A1k 2Ekth. FDR(false discovery rate)-> Benjamini-Hochberg €3l
S A5 p valueEs Ao 2H FAEAY. DEG(differentially expressed gene) A|Eo] tsle], 7
A ZY2E 242 FAIRY SH o824 AR YTt ARE AMESe] FAEAT. BRE FAA
|~E9}l DEG(differentially expressed gene)® AlZ}3li= statistical language v.3.1.2.(www.r-
project.org)s AR&3te] FaHATH

I Ay, WEAXES FEAH/MEE gt A5 /7 g Afdd ddwe] foHer ¥lsie
222 Cl6orf45(chromosome 16 open reading frame 45), NHS(NHS actin remodeling regulator),

GSN(gelsolin), SIPAlL1(signal induced proliferation associated 1 like 1) @ PALLD(palladin)E A¥Hgo
W wgsle] wEeFo] WelslE wlo] I = RNARE MIR542, MIR1977, MIR663 2 MIRS9IBE A '#3&}4iT}).

T, ofy M ¥@ M

A

2-2. mRNA W& ek 3ho)

/5 gy FEA /M S WEAES A USTOlA ZHZE RNAS s

an
0%
N
i
>
2
v
L

o
e
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[0076]

[0077]
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oA M3 H#=x} Cleorf45, NHS, GSN, SIPAIL1 2 PALLDY] mRNA &< ol & 29 ZglolmE o] &3a}o]
7] AAe 13 22 o R FRlskglt).
X2
AR g AEis
Cl6orf45 Forward: 5'-ATTCTTCCATGTGGGGCGAC-3' 1
Reverse: 5'-TCCCGGAGACGCTGAATTTT-3' 2
NHS Forward: 5'-GACCCTGGTTGGAAGCAAGT-3' 3
Reverse: 5'-TTCCCTGGGGAGGATGACAA-3' 4
GSN Forward: 5'-TTCCCAAAGCTCAGCCCAA-3' 5
Reverse: 5'-TCCATAAAGGTTGGTGGGCA-3' 6
SIPAIL1 Forward: 5'-ATAGCAGTCCAGGGCAACAG-3' 7
Reverse: 5'-TGTGCCATGGCTACCGAAAT-3' 8
PALLD Forward: 5'-ATAGGCAAGGCCACAACCTC-3' 9
Reverse: 5'-CCAGAGGCACTGGAAACTGT-3' 10

1-)4

a z§l+ 3 5%71*ﬂ55
o] mRNA o] FUtele

2-3. MEls} 9l

A/ F2 et AY FEA /82 a et wR M EF M ES U7 A gDNAE FE38F4] Cl6orf45, NHS, GSN,
STPAIL1, PALLD, MIR542, MIR1977, MIR663 % MIR891BO] wl"l3d} 4% wlal #4359}, ﬂﬂoi v el 5}
AEE FRlIsl7] f18l, 47 AAle 1eAel o] FA/F2 wFstAL FHA /MR wjFe AxEF A 747t
gDNAZ F%3% ¥, NanoDrop® ND-1000 UV-Vis #33 FEAE AL&3Fe] DNA #2S 3Held} W Zli,la
U Zb7he] gDNAES ob7bE 2 AdA 7] dFstal A oA Aujojido] YElA] g2 HEA gDNAE A
3] Quant-iT Pico Green (Invitrogen, Carlsbad, CA) A% ATE 7|T2=2 50ng/wl SEZ A3, 1
& 7Zymo EZ DNA methylation kit TEEZF| we} A7) DNAE Hlo] A ufo]E-A$k(bisulfite-converted)s}taL,
F% 9 BeadChipsell £43}gt ¥, BeadChips AollA tiHAFHA Sl @d-9A7] A% 2 A4S 53314
0.53m JA s|AE=el 2 M (5320m/658nm) 3 = FF ~70H<l Illumina iScan Reader® o]m|%]3}s}l3it).

olm %] 7= Illumina® iScan Control AZE ]S AlR-sle] eldtgdct.

A (FEH/MFE) o2 gt nRAMEF MEFo|A Cl6orf4s, NHS, GSN % SIPAIL1
™, PALLD®] nRNA e A AL 9% 4 dAnk (=

32 rW

a1 An, FEVAE 24 (FEH/MF) o WY WA

.
[o o
N
B
Ly
2
>
o
—
>
S}
=

=
s
&
=
==
%2
o)
&7)
=
)

“
)
=
=
=
—

o] DNA WEsl7} 7+ aﬁ == mumJWAﬂ%ﬂkéﬁﬁ}4Eﬁﬂgw;%ﬁL(E3)Mmszme
2 MIR6639] WE s}l 7rastal o™, MIRIIBSY wWES/F F7HE RS &8 = AJ (= 4)

AAle] 3. MIRR91BS] B}l A Zte] mRNA 2E & &<l

A7) A 204 wEAMEE AEFO] EV|METE EolAl AoR AHE MIR89IBO] :A HHAI
ZFAND5(zinc finger ANl-type containing 5), SSBP2(single stranded DNA binding protein 2) % SH3BP4(SH3
domain binding protein 4)¢] F&A/P| 2 w3 WRAEF AEF Ao nRNAEE AEE 3l7] & 39 =
gholu] AEE o]&ato] &Qlst3iTt.

¥ 3
+3A k! AMEAS
ZFANDS Forward: 5'-CTCTTTTCCCTCACAGCCCG=3' 11
Reverse: 5'-CGCGTAGGAGATGCACACAG-3' 12
SSBP2 Forward: 5'-TAGGTCCTGTACCACCAGGG-3' 13
Reverse: 5'-TGCATTGGCCCACCCATATT-3' 14
SH3BP4 Forward: 5'-TGCAACGTGTCTTGTAGCAC=3' 15
Reverse: 5'-AAAGTCTGGTTGGGTACAGAAA-3' 16

I Ay}, ZFANDS H# SSBPZ-J mRNA HES A/ w219 MEMXEZS AMXARY FrisigloH,
SH3BP4<] mRNA &2 fhashs oz Yerwt (& 5).
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oin

[0079] A7l ARES B, WRAMEF HAEFO IE7IAEFA 5ol mRNA IE 2 wEd HAxE Yepd
Cl60rfd5, NHS, GSN, SIPAIL1 % PALLD ##Ab= o]2] DNA wlE3}l 4o} mRNA LH L7t 9438 A4S Yerl
o™, (l6orf45, NHS, GSN, SIPAIL1, PALLD, MIR542, MIR1977, MIR663 2 MIR891BS] mRNA &=k mEi= w3}
G337, MIR891BO] A 57 FQl ZFANDS, SSBP2 2 SH3BP4©] mRNA & $3o] R E A|X SZ7|AN XS &
olHo| B 7] FHA W miRNAES WEAXEFC] FE7|MESH AuE vpolentAR ARG F Atk

=9
Ed]
o /R

EH2

SOX2
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EEE
<110> MACROGEN INC.

<120> CANCER STEM CELL-SPECIFIC BIOMARKERS
<130> PN1802-069

<160> 20

<170> KoPatentIn 3.0

<210> 1
<211> 20
<212> DNA

<213> Artificial Sequence
<220><223> Cl6orf45 forward primer
<400> 1

attcttccat gtggggcgac

<210> 2
<211> 20
<212> DNA

<213> Artificial Sequence
<220><223> Cl6orf45 reverse primer
<400> 2

tcccggagac getgaatttt

<210> 3
<211> 20
<212> DNA

<213> Artificial Sequence
<220><223> NHS forward primer
<400> 3

gaccctggtt ggaagcaagt

<210> 4
<211> 20
<212> DNA

<213> Artificial Sequence
<220><223> NHS reverse primer
<400> 4

ttccctgggg aggatgacaa

_14_
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<210> 5
<211> 19
<212> DNA

<213> Artificial Sequence
<220><223> GSN forward primer
<400>

5

ttcccaaage tcagcccaa

<210> 6
<211> 20
<212> DNA

<213> Artificial Sequence
<220><223> GSN reverse primer
<400> 6

tccataaagg ttggtgggca

<210> 7
<211> 20
<212> DNA

<213> Artificial Sequence
<220><223> SIPAIL1 forward primer
<400> 7

atagcagtcc agggcaacag

<210> 8
<211> 20
<212> DNA

<213> Artificial Sequence
<220><223> SIPAIL1 reverse primer
<400> 8

tgtgccatgg ctaccgaaat

<210> 9
<211> 20
<212> DNA

<213> Artificial Sequence

<220><223> PALLD forward primer

on
Ju
Jin
Qi

19

20

20

20
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<400> 9

ataggcaagg ccacaacctc

<210> 10
<211> 20
<212> DNA

<213> Artificial Sequence
<220><223> PALLD reverse primer
<400> 10

ccagaggcac tggaaactgt

<210> 11
<211> 20
<212> DNA

<213> Artificial Sequence
<220><223> ZFAND5 forward primer
<400> 11

ctcttttcee tcacageccg

<210> 12
<211> 20
<212> DNA

<213> Artificial Sequence
<220><223> ZFAND5 reverse primer
<400> 12

cgcgtaggag atgcacacag

<210> 13
<211> 20
<212> DNA

<213> Artificial Sequence

<220><223> SSBP2 forward primer

<400> 13

taggtcctgt accaccaggg

<210> 14
<211> 20
<212> DNA

oin
1]
Jm
el
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20

20

20

20
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<213> Artificial Sequence
<220><223> SSBP2 reverse primer
<400> 14

tgcattggcc cacccatatt

<210> 15
<211> 20
<212> DNA

<213> Artificial Sequence
<220><223> SH3BP4 forward primer
<400> 15

tgcaacgtgt cttgtagcac

<210> 16
<211> 22
<212> DNA

<213> Artificial Sequence
<220><223> SH3BP4 reverse primer
<400> 16

aaagtctggt tgggtacaga aa

<210> 17
<211> 20
<212> DNA

<213> Artificial Sequence
<220><223> SOX2 forward primer
<400> 17

tacctcttcc tcccactcca

<210> 18
<211> 20
<212> DNA

<213> Artificial Sequence
<220><223> SOX2 reverse primer

<400> 18

actctcctct tttgcaccce

<210> 19

oin
1]
Jm
el

20

20

22

20

20
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<211> 20
<212> DNA
<213> Artificial Sequence

<220><223> beta—actin forward primer

<400> 19

agtactccgt gtggatcggce 20
<210> 20

<211> 20

<212> DNA

<213> Artificial Sequence
<220><223> beta—actin reverse primer
<400> 20

gctgatccac atctgctgga 20

_18_
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