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Functional groups:

] Hypothetical protein

B General functional prediction only
(| Energy metabolism

[ ] Intermediary metabolism

Bl DNA replication / repair
[ Lipids
B Cofactor biosynthesis

[ ] Cellular processes

M Transport
B Translation

[ 1 Regulation

B Cellular envelope
B Conserved hypothetical

B Transcription

[] Amino acid metabolism [l Purines / pyrimidines






