
1% 3% 

fer1_CDSs 15% 16% 

1963 2% 9% 
6% 

6% 
3% 

7% 3% 
10% 

9% 

4% 4% 2% 

171 missing in fer1(env) 1792 found in fer1(env) 

152 19 homogeneous 545 1247 heterogeneous 
2%1% 

1% 3%missing gaps in
1% 10% 
1% 1% 1% coverage 19% 21% 15% 10% 

1% 2% 
3% 7% 2% 

1% 8% 7% 
5% 8%35% 

4%4% 
8% 4% 3% 6%8% 

7% 9% 1% 
10% 5% 5% 3% 

3% 4% 2% 
43% 5% 

1% 

1 env-type 427 sequence only 118 241 > 1 env-type 1006sequence 
isolate-type iso + env 

sequence only mixed 

2% 1% 
1% 3% 

11% 
19% 21% 15% 

9% 
3% 

3% 7% 
4% 359 7% 8% 

5% 3% 3%
4% 

7% 8% 2% env-type 8% 7% 

8% sequence only 10% 3%5% 
3% 4% 2% 4% 

Functional groups: 
Hypothetical protein DNA replication / repair Transport Cellular envelope

General functional prediction only
 Lipids Translation Conserved hypothetical 
Energy metabolism Cofactor biosynthesis Regulation Transcription

Intermediary metabolism
 Cellular processes Amino acid metabolism Purines / pyrimidines 




